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<210> 1 

<211> 347 

<212> DNA 

<213> Homo sapiens 



<400> 1 
aatttttaaa 


ttttttgtag 


agacagggtc 


tcattatgtt 


gcccagggtg 


gtgtcaagct 


60 


ccaggtctca 


agtgatcccc 


ctacctccgc 


ctcccaaagt 


tgtgggattg 


taggcatgag 


120 


ccactgcaag 


aaaaccttaa 


ctgcagccta 


ataattgttt 


tctttgggat 


aacttttaaa 


180 


gtacattaaa 


agactatcaa 


cttaatttct 


gatcatattt 


tgttgaataa 


aataagtaaa 


240 


atgtcttgtg 


aacaaaatgc 


tttttaacat 


ccatataaag 


ctatctatat 


atagctatct 


300 


atgtctatat 


agctattttt 


tttaacttcc 


ttttattttc 


cttacag 




347 


<210> 2 

<211> 444 

<212> DNA 

<213> Homo sapiens 












<400> 2 
gtaagtctgc 


cagcattatg 


aaagtgaatc 


ttacttttgt 


aaaactttat 


ggtttgtgga 


60 


aaacaaatgt 


ttttgaacag 


ttaaaaagtt 


cagatgttaa 


aaagttgaaa 


ggttaatgta 


120 


aaacaatcaa 


tattaaagaa 


ttttgatgcc 


aaaactatta 


gataaaaggt 


taatctacat 


180 


ccctactaga 


attctcatac 


ttaactggtt 


ggttatgtgg 


aagaaacata 


ctttcacaat 


240 


aaagagcttt 


aggatatgat 


gccattttat 


atcactagta 


ggcagaccag 


cagacttttt 


300 


tttattgtga 


tatgggataa 


cctaggcata 


ctgcactgta 


cactctgaca 


tatgaagtgc 


360 


tctagtcaag 


tttaactggt 


gtccacagag 


gacatggttt 


aactggaatt 


cgtcaagcct 


420 



1 



ctggttctaa tttctcattt gcag 444 

<210> 3 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 3 

aatttttaaa ttttttgtag agacagggtc tcattatgtt gcccagggtg gtgtcaagct 60 

ccaggtctca agtgatcccc ctacctccgc ctcccaaagt tgtgggattg taggcatgag 120 

ccactgcaag aaaaccttaa ctgcagccta ataattgttt tctttgggat aacttttaaa 180 

gtacattaaa agactatcaa cttaatttct gatcatattt tgttgaataa aataagtaaa 240 

atgtcttgtg aacaaaatgc tttttaacat ccatataaag ctatctatat atagctatct 300 

atatctatat agctattttt tttaacttcc ttttattttc cttacag 347 

<210> 4 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gtaagtctgc cagcattatg aaagtgaatc ttacttttgt aaaactttat ggtttgtgga 60 

aaacaaatgt ttttgaacag ttaaaaagtt cagatgttag aaagttgaaa ggttaatgta 120 

aaacaatcaa tattaaagaa ttttgatgcc aaaactatta gataaaaggt taatctacat 180 

ccctactaga attctcatac ttaactggtt ggttgtgtgg aagaaacata ctttcacaat 240 

aaagagcttt aggatatgat gccattttat atcactagta ggcagaccag cagacttttt 300 

tttattgtga tatgggataa cctaggcata ctgcactgta cactctgaca tatgaagtgc 360 

tctagtcaag tttaactggt gtccacagag gacatggttt aactggaatt cgtcaagcct 420 

ctggttctaa tttctcattt gcag 44 4 



<210> 5 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Rill primer/probe characteristic of exon 8 of the T-BCD541 gene. 

<400> 5 

agactatcaa cttaatttct gatca 25 



2 



<210> 


6 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


541C770 primer/probe 




gene . 


<400> 


6 


taaggaatgt gagcaccttc cttc 


<210> 


7 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


541C960 primer/probe 




gene . 


<400> 


7 


gtaataacca aatgcaatgt gaa 


<210> 


8 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


541C1120 primer/probi 




gene. 


<400> 


8 


ctacaacacc cttctcacag 


<210> 


9 


<211> 


294 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


9 



24 



23 



20 



Met Ala Met Ser Ser Gly Gly Ser Gly Gly Gly Val Pro Glu Gin Glu 
15 10 15 



Asp Ser Val Leu Phe Arg Arg Gly Thr Gly Gin Ser Asp Asp Ser Asp 
20 25 30 



lie Trp Asp Asp Thr Ala Leu lie Lys Ala Tyr Asp Lys Ala Val Ala 
35 40 45 
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Ser Phe Lys His Ala Leu Lys Asn Gly Asp lie Cys Glu Thr Ser Gly 
50 55 60 



Lys Pro Lys Thr Thr Pro Lys Arg Lys Pro Ala Lys Lys Asn Lys Ser 
65 70 75 80 



Gin Lys Lys Asn Thr Ala Ala Ser Leu Gin Gin Trp Lys Val Gly Asp 
85 90 95 



Lys Cys Ser Ala lie Trp Ser Glu Asp Gly Cys lie Tyr Pro Ala Thr 
100 105 110 



He Ala Ser He Asp Phe Lys Arg Glu Thr Cys Val Val Val Tyr Thr 
115 120 125 



Gly Tyr Gly Asn Arg Glu Glu Gin Asn Leu Ser Asp Leu Leu Ser Pro 
130 135 140 



He Cys Glu Val Ala Asn Asn He Glu Gin Asn Ala Gin Glu Asn Glu 
145 150 155 160 



Asn Glu Ser Gin Val Ser Thr Asp Glu Ser Glu Asn Ser Arg Ser Pro 
165 170 175 



Gly Asn Lys Ser Asp Asn He Lys Pro Lys Ser Ala Pro Trp Asn Ser 
180 185 190 



Phe Leu Pro Pro Pro Pro Pro Met Pro Gly Pro Arg Leu Gly Pro Gly 
195 200 205 



Lys Pro Gly Leu Lys Phe Asn Gly Pro Pro Pro Pro Pro Pro Pro Pro 
210 215 220 



Pro Pro His Leu Leu Ser Cys Trp Leu Pro Pro Phe Pro Ser Gly Pro 
225 230 235 240 



Pro He He Pro Pro Pro Pro Pro He Cys Pro Asp Ser Leu Asp Asp 
245 250 255 



Ala Asp Ala Leu Gly Ser Met Leu He Ser Trp Tyr Met Ser Gly Tyr 
260 265 270 



4 



' t 



His Thr Gly Tyr Tyr Met Gly Phe Arg Gin Asn Gin Lys Glu Gly Arg 
275 280 285 

Cys Ser His Ser Leu Asn 
290 



<210> 10 

<211> 1582 

<212> DNA 

<213> Homo sapiens 












<400> 10 
cggggcccca 


cgctgcgcac 


ccgcgggttt 


gctatggcga 


tgagcagcgg 


cggcagtggt 


60 


ggcggcgtcc 


cggagcagga 


ggattccgtg 


ctgttccggc 


gcggcacagg 


ccagagcgat 


120 


gattctgaca 


tttgggatga 


tacagcactg 


ataaaagcat 


atgataaagc 


tgtggcttca 


180 


tttaagcatg 


ctctaaagaa 


tggtgacatt 


tgtgaaactt 


cgggtaaacc 


aaaaaccaca 


240 


cctaaaagaa 


aacctgctaa 


gaagaataaa 


agccaaaaga 


agaatactgc 


agcttcctta 


300 


caacagtgga 


aagttgggga 


caaatgttct 


gccatttggt 


cagaagacgg 


ttgcatttac 


360 


ccagctacca 


ttgcttcaat 


tgattttaag 


agagaaacct 


gtgttgtggt 


ttacactgga 


420 


tatggaaata 


gagaggagca 


aaatctgtcc 


gatctacttt 


ccccaatctg 


tgaagtagct 


480 


aataatatag 


aacagaatgc 


tcaagagaat 


gaaaatgaaa 


gccaagtttc 


aacagatgaa 


540 


agtgagaact 


ccaggtctcc 


tggaaataaa 


tcagataaca 


tcaagcccaa 


atctgctcca 


600 


tggaacccct 


ttctccctcc 


accacccccc 


atgccagggc 


caagactggg 


accaggaaag 


660 


ccaggtctaa 


aattcaatgg 


cccaccaccg 


ccaccgccac 


caccaccacc 


ccacttacta 


720 


tcatgctggc 


tgcctccatt 


tccttctgga 


ccaccaataa 


ttcccccacc 


acctcccata 


780 


tgtccagatt 


ctcttgatga 


tgctgatgct 


ttgggaagta 


tgttaatttc 


atggtacatg 


840 


agtggctatc 


atactggcta 


ttatatgggt 


tttagacaaa 


atcaaaaaga 


aggaaggtgc 


900 


tcacattcct 


taaattaagg 


agaaatgctg 


gcatagagca 


gcactaaatg 


acaccactaa 


960 


agaaacgatc 


agacagatct 


ggaatgtgaa 


gcgttataga 


agataactgg 


cctcatttct 


1020 


tcaaaatatc 


aagtgttggg 


aaagaaaaaa 


ggaagtggaa 


tgggtaactc 


ttcttgatta 


1080 


aaagttatgt 


aataaccaaa 


tgcaatgtga 


aatattttac 


tggactcttt 


tgaaaaacca 


1140 


tctgtaaaag 


actgaggtgg 


gggtgggagg 


ccagcacggt 


ggtgaggcag 


ttgagaaaat 


1200 


ttgaatgtgg 


attagatttt 


gaatgatatt 


ggataattat 


tggtaatttt 


atggcctgtg 


1260 
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agaagggtgt tgtagtttat aaaagactgt cttaatttgc atacttaagc atttaggaat 1320 

gaagtgttag agtgtcttaa aatgtttcaa atggtttaac aaaatgtatg tgaggcgtat 1380 

gtggcaaaat gttacagaat ctaactggtg gacatggctg ttcattgtac tgtttttttc 1440 

tatcttctat atgtttaaaa gtatataata aaaatattta attttttttt aaaaaaaaaa 1500 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1560 

aaaaaaaaaa aaaaaaaaaa aa 1582 



<210> 11 

<211> 1408 

<212> DNA 

<213> Homo sapiens 



<400> 11 



aatttttaaa 


ttttttgtag 


agacagggtc 


tcattatgtt 


gcccagggtg 


gtgtcaagct 


ccaggtctca 


agtgatcccc 


ctacctccgc 


ctcccaaagt 


tgtgggattg 


taggcatgag 


ccactgcaag 


aaaaccttaa 


ctgcagccta 


ataattgttt 


tctttgggat 


aacttttaaa 


gtacattaaa 


agactatcaa 


cttaatttct 


gatcatattt 


tgttgaataa 


aataagtaaa 


atgtcttgtg 


aacaaaatgc 


tttttaacat 


ccatataaag 


ctatctatat 


atagctatct 


atatctatat 


agctattttt 


tttaacttcc 


ttttattttc 


cttacagggt 


tttagacaaa 


atcaaaaaga 


aggaaggtgc 


tcacattcct 


taaattaagg 


agtaagtctg 


ccagcattat 


gaaagtgaat 


cttacttttg 


taaaacttta 


tggtttgtgg 


aaaacaaatg 


tttttgaaca 


gttaaaaagt 


tcagatgtta 


gaaagttgaa 


aggttaatgt 


aaaacaatca 


atattaaaga 


attttgatgc 


caaaactatt 


agataaaagg 


ttaatctaca 


tccctactag 


aattctcata 


cttaactggt 


tggttgtgtg 


gaagaaacat 


actttcacaa 


taaagagctt 


taggatatga 


tgccatttta 


tatcactagt 


aggcagacca 


gcagactttt 


ttttattgtg 


atatgggata 


acctaggcat 


actgcactgt 


acactctgac 


atatgaagtg 


ctctagtcaa 


gtttaactgg 


tgtccacaga 


ggacatggtt 


taactggaat 


tcgtcaagcc 


tctggttcta 


atttctcatt 


tgcaggaaat 


gctggcatag 


agcagcacta 


aatgacacca 


ctaaagaaac 


gatcagacag 


atctggaatg 


tgaagcgtta 


tagaagataa 


ctggcctcat 


ttcttcaaaa 


tatcaagtgt 


tgggaaagaa 


aaaaggaagt 


ggaatgggta 


actcttcttg 


attaaaagtt 


atgtaataac 


caaatgcaat 


gtgaaatatt 


ttactggact 


cttttgaaaa 


accatctgta 


aaagactgag 


gtgggggtgg 


gaggccagca 


cggtggtgag 


gcagttgaga 


aaatttgaat 


gtggattaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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ttttgaatga 


tattggataa 


ttattggtaa 


ttttatggcc 


tgtgagaagg 


gtgttgtagt 


1200 


ttataaaaga 


ctgtcttaat 


ttgcatactt 


aagcatttag 


gaatgaagtg 


ttagagtgtc 


1260 


ttaaaatgtt 


tcaaatggtt 


taacaaaatg 


tatgtgaggc 


gtatgtggca 


aaatgttaca 


1320 


gaatctaact 


ggtggacatg 


gctgttcatt 


gtactgtttt 


tttctatctt 


ctatatgttt 


1380 


aaaagtatat 


aataaaaata 


tttaattt 








1408 



<210> 12 

<211> 1582 

<212> DNA 

<213> Homo sapiens 

<400> 12 



cggggcccca 


cgctgcgcat 


ccgcgggttt 


gctatggcga 


tgagcagcgg 


cggcagtggt 


60 


ggcggcgtcc 


cggagcagga 


ggattccgtg 


ctgttccggc 


gcggcacagg 


ccagagcgat 


120 


gattctgaca 


tttgggatga 


tacagcactg 


ataaaagcat 


atgataaagc 


tgtggcttca 


180 


tttaagcatg 


ctctaaagaa 


tggtgacatt 


tgtgaaactt 


cgggtaaacc 


aaaaaccaca 


240 


cctaaaagaa 


aacctgctaa 


gaagaataaa 


agccaaaaga 


agaatactgc 


agcttcctta 


300 


caacagtgga 


aagttgggga 


caaatgttct 


gccatttggt 


cagaagacgg 


ttgcatttac 


360 


ccagctacca 


ttgcttcaat 


tgattttaag 


agagaaacct 


gtgttgtggt 


ttacactgga 


420 


tatggaaata 


gagaggagca 


aaatctgtcc 


gatctacttt 


ccccaatctg 


tgaagtagct 


480 


aataatatag 


aacagaatgc 


tcaagagaat 


gaaaatgaaa 


gccaagtttc 


aacagatgaa 


540 


agtgagaact 


ccaggtctcc 


tggaaataaa 


tcagataaca 


tcaagcccaa 


atctgctcca 


600 


tggaactctt 


ttctccctcc 


accacccccc 


atgccagggc 


caagactggg 


accaggaaag 


660 


ccaggtctaa 


aattcaatgg 


cccaccaccg 


ccaccgccac 


caccaccacc 


ccacttacta 


720 


tcatgctggc 


tgcctccatt 


tccttctgga 


ccaccaataa 


ttcccccacc 


acctcccata 


780 


tgtccagatt 


ctcttgatga 


tgctgatgct 


ttgggaagta 


tgttaatttc 


atggtacatg 


840 


agtggctatc 


atactggcta 


ttatatgggt 


ttcagacaaa 


atcaaaaaga 


aggaaggtgc 


900 


tcacattcct 


taaattaagg 


agaaatgctg 


gcatagagca 


gcactaaatg 


acaccactaa 


960 


agaaacgatc 


agacagatct 


ggaatgtgaa 


gcgttataga 


agataactgg 


.cctcatttct 


1020 


tcaaaatatc 


aagtgttggg 


aaagaaaaaa 


ggaagtggaa 


tgggtaactc 


ttcttgatta 


1080 


aaagttatgt 


aataaccaaa 


tgcaatgtga 


aatattttac 


tggactcttt 


tgaaaaacca 


1140 


tctgtaaaag 


actggggtgg 


gggtgggagg 


ccagcacggt 


ggtgaggcag 


ttgagaaaat 


1200 
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ttgaatgtgg 


attagatttt 


gaatgatatt 


ggataattat 


tggtaatttt 


atggcctgtg 


1260 


agaagggtgt 


tgtagtttat 


aaaagactgt 


cttaatttgc 


atacttaagc 


atttaggaat 


1320 


gaagtgttag 


agtgtcttaa 


aatgtttcaa 


atggtttaac 


aaaatgtatg 


tgaggcgtat 


1380 


gtggcaaaat 


gttacagaat 


ctaactggtg 


gacatggctg 


ttcattgtac 


tgtttttttc 


1440 


tatcttctat 


atgtttaaaa 


gtatataata 


aaaatattta 


attttttttt 


aaaaaaaaaa 


1500 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1560 


aaaaaaaaaa 


aaaaaaaaaa 


aa 








1582 


<210> 13 

<211> 1408 

<212> DNA 

<213> Homo sapiens 












<400> 13 
aatttttaaa 


ttttttgtag 


agacagggtc 


tcattatgtt 


gcccagggtg 


gtgtcaagct 


60 


ccaggtctca 


agtgatcccc 


ctacctccgc 


ctcccaaagt 


tgtgggattg 


taggcatgag 


120 


ccactgcaag 


aaaaccttaa 


ctgcagccta 


ataattgttt 


tctttgggat 


aacttttaaa 


180 


gtacattaaa 


agactatcaa 


cttaatttct 


gatcatattt 


tgttgaataa 


aataagtaaa 


240 


atgtcttgtg 


aacaaaatgc 


tttttaacat 


ccatataaag 


ctatctatat 


atagctatct 


300 


atgtctatat 


agctattttt 


tttaacttcc 


ttttattttc 


cttacagggt 


ttcagacaaa 


360 


atcaaaaaga 


aggaaggtgc 


tcacattcct 


taaattaagg 


agtaagtetg 


ccagcattat 


420 


gaaagtgaat 


cttacttttg 


taaaacttta 


tggtttgtgg 


aaaacaaatg 


tttttgaaca 


480 


gttaaaaagt 


tcagatgtta 


aaaagttgaa 


aggttaatgt 


aaaacaatca 


atattaaaga 


540 


attttgatgc 


caaaactatt 


agataaaagg 


ttaatctaca 


tccctactag 


aattctcata 


600 


cttaactggt 


tggttatgtg 


gaagaaacat 


actttcacaa 


taaagagctt 


taggatatga 


660 


tgccatttta 


tatcactagt 


aggcagacca 


gcagactttt 


ttttattgtg 


atatgggata 


720 


acctaggcat 


actgcactgt 


acactctgac 


atatgaagtg 


ctctagtcaa 


gtttaactgg 


780 


tgtccacaga 


ggacatggtt 


taactggaat 


tcgtcaagcc 


tctggttcta 


atttctcatt 


840 


tgcaggaaat 


gctggcatag 


agcagcacta 


aatgacacca 


ctaaagaaac 


gatcagacag 


900 


atctggaatg 


tgaagcgtta 


tagaagataa 


ctggcctcat 


ttcttcaaaa 


tatcaagtgt 


960 


tgggaaagaa 


aaaaggaagt 


ggaatgggta 


actcttcttg 


attaaaagtt 


atgtaataac 


1020 


caaatgcaat 


gtgaaatatt 


ttactggact 


cttttgaaaa 


accatctgta 


aaagactggg 


1080 
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gtgggggtgg gaggccagca cggtggtgag gcagttgaga aaatttgaat gtggattaga 1140 

ttttgaatga tattggataa ttattggtaa ttttatggcc tgtgagaagg gtgttgtagt 1200 

ttataaaaga ctgtcttaat ttgcatactt aagcatttag gaatgaagtg ttagagtgtc 1260 

ttaaaatgtt tcaaatggtt taacaaaatg tatgtgaggc gtatgtggca aaatgttaca 1320 

gaatctaact ggtggacatg gctgttcatt gtactgtttt tttctatctt ctatatgttt 1380 

aaaagtatat aataaaaata tttaattt 1408 



<210> 14 

<211> 372 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> C212 marker nucleotide sequence, 



<220> 

<221> misc_f eature 

<222> (7).. (7) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (14).. (14) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (43).. (43) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (84).. (84) 

<223> n is a, c, g, or t 



<220> 

<221> misc_f eature 

<222> (204) . . (204) 

<223> n is a, c, q, 



<220> 

<221> misc_f eature 

<222> (244) . . (244) 

<223> n is a, c, q, 



or t 



or t 



<220> 

<221> misc_f eature 

<222> (250) . . (250) 

<223> n is a, c, q, or t 
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<220> 

<221> misc_feature 

<222> (316) . . (316) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (319) . . (319) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (332) (332) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (345) . . (345) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (348) . . (348) 

<223> n is a, c, q, or t 

<400> 14 

acctganccc aganggtcaa ggctgcagtg agacgagatt gcnccactgc cctccaccct 60 

gggtgataag agtgggaccc tgtntcaaaa catacacaca cacacacaca cacacacaca 120 

cacacacaca cacactctct ctctctctct ctctctctct ctctctctct ctctctctca 180 

aaaacacttg gtctgttatt tttncgaaat tgtcagtcat agttatctgt tagaccaaag 240 

ctgngtaagn acatttatta cattgcctcc tacaacttca tcagctaatg tatttgctat 300 

atagcaatta catatnggna tatattatct tnaggggatg gccangtnat aaaactgtca 360 

ctgaggaaag ga 372 



<210> 15 

<211> 294 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> C272 marker nucleotide sequence. 



<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<223> n is a, c, g, or t 

<220> 

<221> misc feature 
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<222> (44).. (44) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (66).. (67) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (94) . . (94) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (108) . . (108) 

<223> n is a, c, g, or t 

<400> 15 

cctcccacct nagcctcccc agtagctagg actataggcg tgcnccacca agctcagcta 60 

tttttnntat ttagtagaga cggggtttcg gcangcttag gcctcgtntc gaactccagt 120 

gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt agatatttat 180 

tccccctccc ccttggaaaa gtaagtaagc tcctactagg aatttaaaac ctgcttgatc 24 0 

tatataaaga caaacaagga aagacaaaca tgggggcagg aaggaaggca gate 294 

<210> 16 
<211> 141 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> C171 marker nucleotide sequence. 
<400> 16 

tcgaggtaga tttgtattat atcccatgta cacacacaca cacacacaca cacacacaca 60 
cacacacaga cttaatctgt ttacagaaat aaaaggaata aaataccgtt tctactatac 120 
accaaaacta gecatcttga c 141 



<210> 17 

<211> 305 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> AFM157xdlO marker nucleotide sequence. 

<400> 17 

ccctgagaag gcttcctcct gagtatgeat aaacattcac agettgeatg cgtgtgtgtg 60 



11 





tgtgtgtgtg tgtgtatgtt tgcttgcact gtaaaaacaa ttgcaacatc aacagaaata 



120 



aaaattaaag gaataattct cctccgactc tgccgttcca tccagtgaaa ctcttcattc 



180 



tggggtaaag ttccttcagt tctttcatag ataggtatat acttcataag tcaaacaatc 



240 



aggctgggtg cagtagctca tgcctgtaat cccagccctt tgggaggccg agctgggcag 



300 



atcga 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 



18 

350 

DNA 

Artificial Sequence 



C161 marker nucleotide sequence. 



misc_f eature 
(26) . . (26) 
n is a, c, g, or t 



misc_feature 
(69) . . (69) 
n is a, c, g, or t 



misc_f eature 
(72) . . (73) 
n is a, c, g, or t 



misc_f eature 
(88) . . (88) 
n is a, c, g, or t 



misc_f eature 
(120) . . (120) 
n is a, c, g, or t 



misc_f eature 
(158) . . (158) 
n is a, c, g, or t 



misc_f eature 
(277) . . (277) 
n is a, c, g, or t 



misc feature 



12 



<222> (298) . . (298) 
<223> n is a, c, g, or t 

<400> 18 



tccacccgcc 


ttggcctccc 


aaagcnctgg 


gattacaggc 


gtgactgccg 


cacccagctg 


60 


taaactggnt 


tnntaatggt 


agattttnag 


gtattaacaa 


tagataaaaa 


gatacttttn 


120 


ggcatactgt 


gtattgggat 


ggggttagaa 


caggtgtnct 


acccaagaca 


tttacttaaa 


180 


atcgccctcg 


aaatgctatg 


tgagctgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtattaagga 


240 


aaagcatgaa 


agtatttatg 


cttgattttt 


ttttttnact 


catagcttca 


tagtgganca 


300 


gatacatagt 


ctaaatcaaa 


atgtttaaac 


tttttatgtc 


acttgctgtc 




350 



<210> 19 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Ala Met Ser Ser Gly Gly Ser Gly Gly Gly Val Pro Glu Gin Glu 
15 10 15 



Asp Ser Val Leu Phe Arg Arg Gly Thr Gly Gin Ser Asp Asp Ser Asp 
20 25 30 



lie Trp Asp Asp Thr Ala Leu lie Lys Ala Tyr Asp Lys Ala Val Ala 
35 40 45 



Ser Phe Lys His Ala Leu Lys Asn Gly Asp lie Cys Glu Thr Ser Gly 
50 55 60 



Lys Pro Lys Thr Thr Pro Lys Arg Lys Pro Ala Lys Lys Asn Lys Ser 
65 70 75 80 



Gin Lys Lys Asn Thr Ala Ala Ser Leu Gin Gin Trp Lys Val Gly Asp 
85 90 95 



Lys Cys Ser Ala lie Trp Ser Glu Asp Gly Cys lie Tyr Pro Ala Thr 
100 105 110 



He Ala Ser He Asp Phe Lys Arg Glu Thr Cys Val Val Val Tyr Thr 
115 120 125 



Gly Tyr Gly Asn Arg Glu Glu Gin Asn Leu Ser Asp Leu Leu Ser Pro 



13 



130 135 140 



lie Cys Glu Val Ala Asn Asn lie Glu Gin Asn Ala Gin Glu Asn Glu 
145 150 155 160 



Asn Glu Ser Gin Val Ser Thr Asp Glu Ser Glu Asn Ser Arg Ser Pro 
165 170 175 



Gly Asn Lys Ser Asp Asn lie Lys Pro Lys Ser Ala Pro Trp Asn Ser 
180 185 190 



Phe Leu Pro Pro Pro Pro Pro Met Pro Gly Pro Arg Leu Gly Pro Gly 
195 200 205 



Lys Pro Gly Leu Lys Phe Asn Gly Pro Pro Pro Pro Pro Pro Pro Pro 
210 215 220 



Pro Pro His Leu Leu Ser Cys Trp Leu Pro Pro Phe Pro Ser Gly Pro 
225 230 235 240 



Pro lie lie Pro Pro Pro Pro Pro lie Cys Pro Asp Ser Leu Asp Asp 
245 250 255 



Ala Asp Ala Leu Gly Ser Met Leu lie Ser Trp Tyr Met Ser Gly Tyr 
260 265 270 



His Thr Gly Tyr Tyr Met 
275 



<210> 20 

<211> 885 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (18) . . (881) 

<400> 20 

cggcgtggta gcaggcc atg gcg atg ggc agt ggc gga gcg ggc tec gag 50 

Met Ala Met Gly Ser Gly Gly Ala Gly Ser Glu 
15 10 

cag gaa gat acg gtg ctg ttc egg cgt ggc acc ggc cag agt gat gat 98 
Gin Glu Asp Thr Val Leu Phe Arg Arg Gly Thr Gly Gin Ser Asp Asp 
15 20 25 



14 



tct gac att tgg gat gat aca gca ttg ata aaa get tat gat aaa get 14 6 

Ser Asp lie Trp Asp Asp Thr Ala Leu lie Lys Ala Tyr Asp Lys Ala 
30 35 40 

gtg get tec ttt aag cat get eta aag aac ggt gac att tgt gaa act 194 
Val Ala Ser Phe Lys His Ala Leu Lys Asn Gly Asp lie Cys Glu Thr 
45 50 55 

cca gat aag cca aaa ggc aca gec aga aga aaa cct gec aag aag aat 242 
Pro Asp Lys Pro Lys Gly Thr Ala Arg Arg Lys Pro Ala Lys Lys Asn 
60 65 70 75 

aaa age caa aag aag aat gec aca act ccc ttg aaa cag tgg aaa gtt 290 
Lys Ser Gin Lys Lys Asn Ala Thr Thr Pro Leu Lys Gin Trp Lys Val 
80 85 90 

ggt gac aag tgt tct get gtt tgg tea gaa gac ggc tgc att tac cca 338 
Gly Asp Lys Cys Ser Ala Val Trp Ser Glu Asp Gly Cys lie Tyr Pro 
95 100 105 

get act att acg tec att gac ttt aag aga gaa ace tgt gtc gtg gtt 386 
Ala Thr lie Thr Ser lie Asp Phe Lys Arg Glu Thr Cys Val Val Val 
110 115 120 

tat act gga tat gga aac aga gag gag caa aac tta tct gac eta ctt 434 
Tyr Thr Gly Tyr Gly Asn Arg Glu Glu Gin Asn Leu Ser Asp Leu Leu 
125 130 135 

tec ccg acc tgt gaa gta get aat agt aca gaa cag aac act cag gag 482 
Ser Pro Thr Cys Glu Val Ala Asn Ser Thr Glu Gin Asn Thr Gin Glu 
140 145 150 155 



aat gaa agt caa gtt tec aca gac gac agt gaa cac tec tec aga teg 
Asn Glu Ser Gin Val Ser Thr Asp Asp Ser Glu His Ser Ser Arg Ser 
160 165 170 



530 



etc aga agt aaa gca cac age aag tec aaa get get ccg tgg acc tea 578 
Leu Arg Ser Lys Ala His Ser Lys Ser Lys Ala Ala Pro Trp Thr Ser 
175 180 185 

ttt ctt cct cca cca ccc cca atg cca ggg tea gga tta gga cca gga 626 
Phe Leu Pro Pro Pro Pro Pro Met Pro Gly Ser Gly Leu Gly Pro Gly 
190 195 200 

aag cca ggt eta aaa ttc aac ggc ccg ccg ccg ccg cct cca eta ccc 674 
Lys Pro Gly Leu Lys Phe Asn Gly Pro Pro Pro Pro Pro Pro Leu Pro 
205 210 215 

cct ccc ccc ttc ctg ccg tgc tgg atg ccc ccg ttc cct tea gga cca 722 
Pro Pro Pro Phe Leu Pro Cys Trp Met Pro Pro Phe Pro Ser Gly Pro 
220 225 230 235 

cca ata ate ccg cca ccc cct ccc ate tct ccc gac tgt ctg gat gac 770 
Pro lie lie Pro Pro Pro Pro Pro lie Ser Pro Asp Cys Leu Asp Asp 
240 245 250 



15 



act gat gcc ctg ggc agt atg eta ate tct tgg tac atg agt ggc tac 818 
Thr Asp Ala Leu Gly Ser Met Leu lie Ser Trp Tyr Met Ser Gly Tyr 
255 260 265 

cac act ggc tac tat atg ggt ttc aga caa aat aaa aaa gaa gga aag 8 66 

His Thr Gly Tyr Tyr Met Gly Phe Arg Gin Asn Lys Lys Glu Gly Lys 
270 275 280 

tgc tea cat aca aat taag 885 
Cys Ser His Thr Asn 
285 



<210> 21 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Ala Met Gly Ser Gly Gly Ala Gly Ser Glu Gin Glu Asp Thr Val 
15 10 15 



Leu Phe Arg Arg Gly Thr Gly Gin Ser Asp Asp Ser Asp lie Trp Asp 
20 25 30 



Asp Thr Ala Leu lie Lys Ala Tyr Asp Lys Ala Val Ala Ser Phe Lys 
35 40 45 



His Ala Leu Lys Asn Gly Asp lie Cys Glu Thr Pro Asp Lys Pro Lys 
50 55 60 



Gly Thr Ala Arg Arg Lys Pro Ala Lys Lys Asn Lys Ser Gin Lys Lys 
65 70 75 80 



Asn Ala Thr Thr Pro Leu Lys Gin Trp Lys Val Gly Asp Lys Cys Ser 
85 90 95 



Ala Val Trp Ser Glu Asp Gly Cys lie Tyr Pro Ala Thr lie Thr Ser 
100 105 110 



lie Asp Phe Lys Arg Glu Thr Cys Val Val Val Tyr Thr Gly Tyr Gly 
115 120 125 



Asn Arg Glu Glu Gin Asn Leu Ser Asp Leu Leu Ser Pro Thr Cys Glu 
130 135 140 



Val Ala Asn Ser Thr Glu Gin Asn Thr Gin Glu Asn Glu Ser Gin Val 



16 



145 



150 



155 



160 



Ser Thr Asp Asp Ser Glu His Ser Ser Arg Ser Leu Arg Ser Lys Ala 
165 170 175 



His Ser Lys Ser Lys Ala Ala Pro Trp Thr Ser Phe Leu Pro Pro Pro 
180 185 190 



Pro Pro Met Pro Gly Ser Gly Leu Gly Pro Gly Lys Pro Gly Leu Lys 
195 200 205 



Phe Asn Gly Pro Pro Pro Pro Pro Pro Leu Pro Pro Pro Pro Phe Leu 
210 215 220 



Pro Cys Trp Met Pro Pro Phe Pro Ser Gly Pro Pro lie lie Pro Pro 
225 230 235 240 



Pro Pro Pro lie Ser Pro Asp Cys Leu Asp Asp Thr Asp Ala Leu Gly 
245 250 255 



Ser Met Leu lie Ser Trp Tyr Met Ser Gly Tyr His Thr Gly Tyr Tyr 
260 265 270 



Met Gly Phe Arg Gin Asn Lys Lys Glu Gly Lys Cys Ser His Thr Asn 
275 280 285 



<210> 22 

<211> 3271 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (104) . . (184) 

<220> 

<221> misc_f eature 

<222> (330) . . (330) 

<223> n is a, c, g, or t 

<220> 

<221> CDS 

<222> (364) . . (435) 

<220> 

<221> misc_f eature 

<222> (450) . . (450) 
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<223> n is a, c, g, or t 
<220> 

<221> CDS 

<222> (637) . . (756) 

<220> 

<221> CDS 

<222> (921) . . (1121) 

<220> 

<221> CDS 

<222> (1265) (1417) 
<220> 

<221> CDS 

<222> (1605) . . (1700) 
<220> 

<221> CDS 

<222> (1810) . . (1920) 
<220> 

<221> CDS 

<222> (2214) . . (2261) 

<400> 22 

cctcccgggc accgtactgt tccgctccca gaagccccgg gcgccggaag tcgtcactct 60 

taagaaggga cggggcccca cgctgcgcac ccgcgggttt get atg gcg atg age 115 

Met Ala Met Ser 
1 

age ggc ggc agt ggt ggc ggc gtc ccg gag cag gag gat tec gtg ctg 163 
Ser Gly Gly Ser Gly Gly Gly Val Pro Glu Gin Glu Asp Ser Val Leu 
5 10 15 20 

ttc egg cgc ggc aca ggc cag gtgaggtege agecagtgea gtctccctat 214 
Phe Arg Arg Gly Thr Gly Gin 
25 

tagcgctctc agcacccttc ttccggccca actctccttc cgcagtgtaa ttttgttatg 274 

tgtggattaa gatgactctt ggtactaaca tacattttct gattaaacct atctgnacat 334 

gagttgtttt tatttcttac cctttccag age gat gat tct gac att tgg gat 387 

Ser Asp Asp Ser Asp lie Trp Asp 
30 35 

gat aca gca ctg ata aaa gca tat gat aaa get gtg get tea ttt aag 435 
Asp Thr Ala Leu lie Lys Ala Tyr Asp Lys Ala Val Ala Ser Phe Lys 
40 45 50 

gtatgaaatg cttgnttagt cgttttctta ttttctcgtt attcatttgg aaaggaattg 495 

ataacatacg ataaagtgtt aaaggtgctt tctgaggtga eggagecttg agactagctt 555 
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atagtagtaa ctgggttatg tcgtgacttt tattctgtgc accaccctgt aacatgtaca 615 

tttttattcc tattttcgta g cat get eta aag aat ggt gac att tgt gaa 666 

His Ala Leu Lys Asn Gly Asp lie Cys Glu 
55 60 

act teg ggt aaa cca aaa acc aca cct aaa aga aaa cct get aag aag 714 
Thr Ser Gly Lys Pro Lys Thr Thr Pro Lys Arg Lys Pro Ala Lys Lys 
65 70 75 

aat aaa age caa aag aag aat act gca get tec tta caa cag 756 
Asn Lys Ser Gin Lys Lys Asn Thr Ala Ala Ser Leu Gin Gin 
80 85 90 

gttattttaa aatgttgagg atttaacttc aaaggatgtc tcattagtcc ttatttaata 816 

gtgtaaaatg tctttaactg cctgcaggtc gatcaaaacg agatgatagt ttgccctctt 876 

caaaagaaat gtgtgcatgt atatatcttt gatttctttt gtag tgg aaa gtt ggg 932 

Trp Lys Val Gly 
95 

gac aaa tgt tct gec att tgg tea gaa gac ggt tgc att tac cca get 980 
Asp Lys Cys Ser Ala lie Trp Ser Glu Asp Gly Cys lie Tyr Pro Ala 
100 105 110 

acc att get tea att gat ttt aag aga gaa acc tgt gtt gtg gtt tac 1028 
Thr He Ala Ser He Asp Phe Lys Arg Glu Thr Cys Val Val Val Tyr 
115 120 125 

act gga tat gga aat aga gag gag caa aat ctg tec gat eta ctt tec 1076 
Thr Gly Tyr Gly Asn Arg Glu Glu Gin Asn Leu Ser Asp Leu Leu Ser 
130 135 140 

cca ate tgt gaa gta get aat aat ata gaa cag aat get caa gag 1121 
Pro He Cys Glu Val Ala Asn Asn He Glu Gin Asn Ala Gin Glu 
145 150 155 

gtaaggatac aaaaaaaaaa aaattcaatt tctggaagca gagactagat gagaaactgt 1181 

taaacagtat acaccaccga ggcattaatt ttttcttaat cacaccctta taacaaaaac 1241 

ctgcatattt tttcttttta aag aat gaa aat gaa age caa gtt tea aca gat 1294 

Asn Glu Asn Glu Ser Gin Val Ser Thr Asp 
160 165 

gaa agt gag aac tec agg tct cct gga aat aaa tea gat aac ate aag 1342 
Glu Ser Glu Asn Ser Arg Ser Pro Gly Asn Lys Ser Asp Asn He Lys 
170 175 180 

ccc aaa tct get cca tgg aac tct ttt etc cct cca cca ccc ccc atg 1390 
Pro Lys Ser Ala Pro Trp Asn Ser Phe Leu Pro Pro Pro Pro Pro Met 
185 190 195 200 

cca ggg cca aga ctg gga cca gga aag gtaaaccttc tatgaaagtt 14 37 

Pro Gly Pro Arg Leu Gly Pro Gly Lys 
205 



19 



ttccagaaaa tagttaatgt cgggacattt aacctctctg ttaactaatt tgtagctctc 1497 

ccacaaatat tctgggtaat tatttttatc cttttggttt tgagtccttt ttattcctat 1557 

catattgaaa ttggtaagtt aattttcctt tgaaatattc cttatag cca ggt eta 1613 

Pro Gly Leu 
210 

aaa ttc aat ggc cca cca ccg cca ccg cca cca cca cca ccc cac tta 1661 
Lys Phe Asn Gly Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro His Leu 
215 220 225 

eta tea tgc tgg ctg cct cca ttt cct tct gga cca cca gtaagtaaaa 1710 
Leu Ser Cys Trp Leu Pro Pro Phe Pro Ser Gly Pro Pro 
230 235 240 

aagagtatag gttagatttt gctttcacat acaatttgat aattaccaga ctttactttt 1770 

tgtttactgg atataaacaa tatctttttc tgtctccag ata att ccc cca cca 1824 

lie lie Pro Pro Pro 
245 

cct ccc ata tgt cca gat tct ctt gat gat get gat get ttg gga agt 1872 
Pro Pro lie Cys Pro Asp Ser Leu Asp Asp Ala Asp Ala Leu Gly Ser 
250 255 260 

atg tta att tea tgg tac atg agt ggc tat cat act ggc tat tat atg 1920 
Met Leu lie Ser Trp Tyr Met Ser Gly Tyr His Thr Gly Tyr Tyr Met 
265 270 275 



gtaagtaatc 


actcagcatc 


ttttcctgac 


aatttttttg 


tagttatgtg 


actttgtttg 


1980 


gtaaatttat 


aaaatactac 


ttgaactgea 


gectaataat 


tgttttcttt 


gggataactt 


2040 


ttaaagtaca 


ttaaaagact 


atcaacttaa 


tttctgatca 


tattttgttg 


aataaaataa 


2100 


gtaaaatgtc 


ttgtgaaaca 


aaatgctttt 


taacatccat 


ataaagctat 


ctatatatag 


2160 


ctatctatgt 


ctatatagct 


atttttttta 


acttcctttt 


attttcctta 


cag ggt 


2216 



Gly 



ttc aga caa aat caa aaa gaa gga agg tgc tea cat tec tta aat 2261 
Phe Arg Gin Asn Gin Lys Glu Gly Arg Cys Ser His Ser Leu Asn 



280 


285 


290 








taaggagtaa 


gtctgccagc 


attatgaaag 


tgaatcttac 


ttttgtaaaa 


ctttatggtt 


2321 


tgtggaaaac 


aaatgttttt 


gaacagttaa aaagttcaga 


tgttaaaaag 


ttgaaaggtt 


2381 


aatgtaaaac 


aatcaatatt 


aaagaatttt 


gatgecaaaa 


ctattagata 


aaaggttaat 


2441 


ctacatccct 


actagaattc 


tcatacttaa 


ctggttggtt 


atgtggaaga 


aacatacttt 


2501 


cacaataaag 


agctttagga 


tatgatgeca 


ttttatatca 


ctagtaggca 


gaccagcaga 


2561 



20 




ctttttttta 


ttgtgatatg 


ggataaccta 


ggcatactgc 


actgtacact 


ctgacatatg 


2621 


aagtgctcta 


gtcaagttta 


actggtgtcc 


acagaggaca 


tggtttaact 


ggaattcgtc 


2681 


aagcctctgg 


ttctaatttc 


tcatttgcag 


gaaatgctgg 


catagagcag 


cactaaatga 


2741 


caccactaaa 


gaaacgatca 


gacagatctg 


gaatgtgaag 


cgttatagaa 


gataactggc 


2801 


ctcatttctt 


caaaatatca 


agtgttggga 


aagaaaaaag 


gaagtggaat 


gggtaactct 


2861 


tcttgattaa 


aagttatgta 


ataaccaaat 


gcaatgtgaa 


atattttact 


ggactctttt 


2921 


gaaaaaccat 


ctagtaaaag 


actggggtgg 


gggtgggagg 


ccagcacggt 


ggtgaggcag 


2981 


ttgagaaaat 


ttgaatgtgg 


attagatttt 


gaatgatatt 


ggataattat 


tggtaatttt 


3041 


atggcctgtg 


agaagggtgt 


tgtagtttat 


aaaagactgt 


cttaatttgc 


atacttaagc 


3101 


atttaggaat 


gaagtgttag 


agtgtcttaa 


aatgtttcaa 


atggtttaac 


aaaatgtatg 


3161 


tgaggcgtat 


gtggcaaaat 


gttacagaat 


ctaactggtg 


gacatggctg 


ttcattgtac 


3221 


tgtttttttc 


tatcttctat 


atgtttaaaa 


gtatataata 


aaaatattta 




3271 


<210> 23 

<211> 637 

<212> DNA 

<213> Homo sapiens 












<400> 23 
gatctgcctt 


ccttcctgcc 


cccatgtttg 


tctttccttg 


tttgtcttta 


tatagatcaa 


60 


gcaggtttta 


aattcctagt 


aggagcttac 


atttactttt 


ccaaggggga 


gggggaataa 


120 


atatctacac 


acacacacac 


acacacacca 


cactggagtt 


cgagacgagg 


cctaagcaac 


180 


atgccgaaac 


cccgtctcta 


ctaaatacaa 


aaaatagctg 


agcttggtgg 


cgcacgccta 


240 


tagtcctagc 


tactggggag 


gctgaggtgg 


gaggatcgct 


tgagcccaag 


aagtcgaggc 


300 


tgcagtgagc 


cgagatcgcg 


ccgctgcact 


ccagcctgag 


cgacagggcg 


aggctctgtc 


360 


tcaaaacaaa 


caaacaaaaa 


aaaaaaggaa 


aggaaatata 


acacagtgaa 


atgaaaggat 


420 


tgagagaaat 


gaaaaatata 


cacgccacaa 


atgtgggagg 


gcgataacca 


ctcgtagaaa 


480 


gcgtgagaag 


ttactacaag 


cggtcctccc 


gggcaccgta 


ctgttccgct 


cccagaagcc 


540 


ccgggcgccg 


gaagtcgtca 


ctcttaagaa 


gggacggggc 


cccacgctgc 


gcacccgcgg 


600 


gtttgctatg 


gcgatgagca 


gcggcggcag 


tggtggc 






637 



<210> 24 
<211> 19 
<212> DNA 

21 





<213> Homo sapiens 



<400> 24 

agggcgaggc tctgtctca 



19 



<210> 25 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 25 

cgggaggacc gcttgtagt 19 

<210> 26 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<210> 27 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 27 

gggtgctgag agcgctaata 20 



<210> 28 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 29 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 29 

cactttatcg tatgttatc 19 



<210> 30 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 26 

gccggaagtc gtcactctt 



19 



<400> 28 

tgtgtggatt aagatgactc 



20 



<400> 



30 



22 





ctgtgcacca ccctgtaaca tg 



22 



<210> 31 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 31 

aaggactaat gagacatcc 19 

<210> 32 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 33 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 33 

agctacttca cagattgggg aaag 24 



<210>' 34 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 35 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 35 

tggatatgga aatagagagg gage 24 

<210> 36 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 32 

cgagatgata gtttgccctc 



20 



<400> 34 

ctcatctagt ctctgcttcc 



20 



<400> 36 

cacccttata acaaaaacct gc 



22 



23 



• 




<210> . 37 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 37 

gagaaaggag ttccatggag cag 23 

<210> 38 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 39 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 39 

gtgagaactc caggtctcct gg 22 

<210> 40 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 41 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 41 

gaaggaaatg gaggcagcca gc 22 

<210> 42 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 38 

gagaggttaa atgtcccgac 



20 



<400> 40 

tgagtctgtt tgacttcagg 



20 



<400> 42 

tttctaccca ttagaatctg g 



21 



<210> 43 
<211> 24 
<212> DNA 



24 





<213> Homo sapiens 



<400> 43 

ccccacttac tatcatgctg gctg 



24 



<210> 44 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 44 

ccagacttta ctttttgttt actg 24 



<210> 45 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<210> 46 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 46 

aagagtaatt taagcctcag acag 24 

<210> 47 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<210> 48 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 48 

agactatcaa cttaatttct gatca 25 



<210> 49 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 45 

atagccactc atgtaccatg a 



21 



<400> 47 

ctcccatatg tccagattct cttg 



24 



<400> 49 



25 





taaggaatgt gagcaccttc cttc 



24 



<210> 50 

* <211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 50 

agactatcaa cttaatttct gatca 25 



<210> 51 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<210> 52 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 52 

ctttatggtt tgtggaaaac a 21 



<210> 53 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 54 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 54 

gtaataacca aatgcaatgt gaa 23 

<210> 55 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 51 

gtaagattca ctttcataat gctg 



24 



<400> 53 

ggcatcatat cctaaagctc 



20 



<400> 55 

ctacaacacc cttctcacag 



20 



26 




<210> 56 

* <211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 56 

ggtgtccaca gaggacatgg 20 

<210> 57 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<210> 58 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Met Ala Met Ser Ser Gly Gly Ser Gly Gly Gly Val Pro Glu Gin Glu 
15 10 15 



Asp Ser Val Leu Phe Arg Arg Gly Thr Gly Gin 



<210> 


59 


<211> 


24 


<212> 


PRT 


<213> 


Homo 


<400> 


59 



sapiens 



Ser Asp Asp Ser Asp lie Trp Asp Asp Thr Ala Leu lie Lys Ala Tyr 
15 10 15 



Asp Lys Ala Val Ala Ser Phe Lys 
20 



<210> 60 

<211> 40 

<212> PRT 

<213> Homo sapiens 

<400> 60 

His Ala Leu Lys Asn Gly Asp lie Cys Glu Thr Ser Gly Lys Pro Lys 



<400> 57 

aagagttaac ccattccagc ttcc 



24 



20 



25 



1 



5 



10 



15 




Thr Thr Pro Lys Arg Lys Pro Ala Lys Lys Asn Lys Ser Gin Lys Lys 
20 25 30 



Asn Thr Ala Ala Ser Leu Gin Gin 





35 


<210> 


61 


<211> 


67 


<212> 


PRT 


<213> 


Homo 


<400> 


61 



sapiens 



Trp Lys Val Gly Asp Lys Cys Ser Ala lie Trp Ser Glu Asp Gly Cys 
15 10 15 



He Tyr Pro Ala Thr He Ala Ser He Asp Phe Lys Arg Glu Thr Cys 
20 25 30 



Val Val Val Tyr Thr Gly Tyr Gly Asn Arg Glu Glu Gin Asn Leu Ser 
35 40 45 



Asp Leu Leu Ser Pro He Cys Glu Val Ala Asn Asn He Glu Gin Asn 
50 55 60 



Ala Gin Glu 



65 




<210> 


62 


<211> 


51 


<212> 


PRT 


<213> 


Homo 


<400> 


62 



sapiens 



Asn Glu Asn Glu Ser Gin Val Ser Thr Asp Glu Ser Glu Asn Ser Arg 
15 10 15 



Ser Pro Gly Asn Lys Ser Asp Asn lie Lys Pro Lys Ser Ala Pro Trp 
20 25 30 



Asn Ser Phe Leu Pro Pro Pro Pro Pro Met Pro Gly Pro Arg Leu Gly 
35 40 45 



Pro Gly Lys 



28 



50 



<210> 63 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 63 



Pro Gly Leu Lys Phe Asn Gly Pro Pro Pro Pro Pro Pro Pro Pro Pro 
15 10 15 



Pro His Leu Leu Ser Cys Trp Leu Pro Pro Phe Pro Ser Gly Pro Pro 
20 25 30 



<210> 64 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 64 

lie lie Pro Pro Pro Pro Pro lie Cys Pro Asp Ser Leu Asp Asp Ala 
15 10 15 



Asp Ala Leu Gly Ser Met Leu lie Ser Trp Tyr Met Ser Gly Tyr His 
20 25 30 



Thr Gly Tyr Tyr Met 





35 


<210> 


65 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


65 



Gly Phe Arg Gin Asn Gin Lys Glu Gly Arg Cys Ser His Ser Leu Asn 
15 10 15 



29 



